ABSTRACT This work reports the draft genome of Serratia sp. 1D1416. The assembled genome contains a 5,552,016-bp circular chromosome. The strain was discovered in a mixed culture from a gall isolated from Euonymus japonicas.
plicon from a unique ABC transporter substrate-binding protein gene. Automated annotation was performed with the Rapid Annotation Using Subsystem Technology (RAST) Pipeline for annotation of the genome (11) . Serratia sp. 1D1416 contains 5,234 predicted coding sequences, 570 subsystems, and 118 predicted RNA-coding genes.
Data availability. The whole-genome assembly for Serratia sp. 1D1416 has been deposited in DDBJ/ENA/GenBank under the accession number CP032738, BioProject accession number PRJNA493633, and SRA accession number SRX5036357.
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